本刊电子版PDF校对稿修改方法
　

     近日起，本刊编辑部通过电子邮件向作者寄发拟刊用稿件校样。该校样均为PDF文件格式，即Adobe Acrobat 专业版（2.3版本以上）或Foxit Reader(福昕阅读器）2.3版本以上。作者朋友们可采用以下方式在PDF文档上直接修改。
1.打开PDF稿件，在“菜单栏”中点击“工具”。
2.在“工具”下拉菜单中选择“commenting tools”（注释工具）或“typewriter  tools”（打印工具），对文中需修改处进行标注。
“commenting tools”（注释工具）包括高亮注释、删除线注释、下划线注释等，用以删除或标记文字。“typewriter  tools”（打印工具）主要用于添加文本注释。由于“PDF文件阅读器”有多种版本，操作路径可能略有不同，本提示供参考。
    请作者朋友们将修改后的PDF文档发回编辑部。

    详细操作演示（截图）如下：

1. 文字选中及修改
（1） 在工具栏中选择“commenting tools”，再点击“下划线注释”或“波浪线注释”；
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（2） 按住鼠标左键选择拟修改文字，松开左键后该文字下方即出现下划线；
（3） 然后在工具栏中选择“typewriter tools”，再点击“callout”；
（4） 将光标移至适才标记的文字，点击鼠标左键，即弹出红色指示框，在框内输入修改意见。
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ZHU Cai-mei, ZHANG Jing
(National Key Facility for Crop Gene Resources and Genetic Improvement/Key Laboratory of Crop Germplasm & Biotechnology .

Ministry of Agriculture/Institute of Crop Sciences. Chinese Academy of Agricultural Sciences. Beijing 100081)

Abstract: For the identification of Wx protein in Chinese barley ger: W HKE, Wx rification
of molecular markers., the different Wx protein types from differént ai |\ fF R4 se barley

germplasm resources were analyzed by 1D-SDS-PAGE. TheAfesults indicated there could be four types
of biochemical genetics in the low and no amylose barl; Among them two types were related to no
amylose content barley. in one of the two types wx‘gene could transcribe normally. but the enzyme
‘Wx protein produced was no catalytic activity on amylose synthesis, in another type wx gene could not
transcribe normally and no Wx protein produced. In the third type. wx gene could transcribe normal-
ly, but catalytic activity of Wx protein was low. In the fourth type wx gene could only partly tran-
scribe and produce insufficient waxy protein. Four STS and two SSR markers in Wx gene of wheat
and barley were used to validate waxy barley accessions with different types of Wx proteins. The re-

sults showed that the primer P1, the STS primer of Wx gene used so far. could only identify waxy




2. 文字删除
（1） 在PDF文件上方的“工具”栏中选择“commenting tools”,再点击“删除线注释”；
（2）按住鼠标左键选择拟删除文字，松开左键后该文字上即出现删除线。
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